ABSTRACT Salinisphaera sp. strain LB1 was isolated from Lake Brown, Western Australia, surface water enriched at pH 4.0 and with 5% (wt/vol) NaCl. The complete genome sequence is presented in this report.
suggesting that strain LB1 and S. hydrothermalis are different species. The complete genome sequence of Salinisphaera sp. strain LB1 will be a critical tool enabling experiments and analyses to uncover mechanisms of adaptation to polyextreme conditions and potential novel enzymes from these environments.
Data availability. This complete genome sequence has been deposited at DDBJ/ EMBL/GenBank under the accession no. CP029488. PacBio reads were deposited at the NCBI Sequence Read Archive (SRA) under accession no. SRP156246.
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